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Gram stain — Arginine dihydrolase +
Oxidase + Ornithine decarboxylase —
Catalase + Tryptophan deamimas —
Motility — Gelatinase =
TSI K/A 0/129 +
H,S Production — Acid probuction from :
Nitrate reduction — arabnose —
OF(glucose) F inositol —
Citrate utilization — dulcitol —
Urea — glucose 3
ONPG test — mannose —
Indole — lactose -
VP + Sucrose —
Growth on maltose —
TCBS — mannitol —
MacConkey(with 3% NaCl) + Rhamnose —
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(EBE) (mm) 96-PHO076 96-PHO077
Amoxycillin/ciavulanic acid =18 15 14
2:1 (30meg) >17 20 26
Ampicillin (10 mcg) >19 13 13
Eoiitetracy.clil(l? 5( 30 n;cg ) >3 20 8
romycin mc
Ol;(yolinic :cid (2 mcg)g =11 24 20
Lincomycin (2 mcg) 13 13
Oxytetracycline (30 mecg) =19 - —
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Forward primer Carl (18-mer 5-GCTTGAAGAGATTCGAGT-3")

Reverse primer Car2 (18-mer 5-CACCTCGCGGTCTTGCTG-3’)

Forward primer Urel (20-mer 5-TCCGGAATAGGTAAAGCGGG -3’)

Reverse primer Ure2 (22-mer 5-CTTGAATATCCATCTCATCTGC -3’)
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_ENCBIH 3 SR B Photobacterium damselae subsp.piscicida 100 Y% fH7F (40R3) -

%3 1 96076 and 96077_NCBILLEHE R

Sequences producing significant alignments:
(Click headers to sort columns)

- i Total ue! E Max
Accession ’ Description I score coover?ge — value ‘ ident
Photobacteriumn damselae subsp. piscicida strain CVYDS 165 ribosomal o928 100% 0.0 100%
Photobacteriurm damselae subsp. piscicida strain CYD4 16 omal 028 100% 0.0 100%
Photobacterium damselae subsp. piscicida strain PNS10 16S ribosoma 928 100% 0.0 100%
Photobacteriumn damselae subsp. piscicida strain 1736 16S ribosomal | 928 100% 0.0 100%
Photobacteriumn damselae subsp, piscicida strain K12 16S ribosomal R 928 100% 0.0 100%
cterium damselae subsp. piscicida strain CVD3 16S ribosomal - 100% 0.0 100%
cteriumn damselae subsp. piscicida strain CVYD1 16S ribosomal 928 928 100% 0.0
cteriurn damselae 165 rRNA aene 924 924 100% 0.0

cteriumn damselae strain UCP4 16S ribosomal RNA aene, part 922 0.0

cterium damselae strain PB02 16S ribosomal RNA qen 922 0.0

cterium damselae subsp. piscicida strain CV 5 S 922 0.0

cterium damsel 922 0.0

p. W781 168 ribosoma 922 922 0.0

cteriumn damselae subsp. dam qene for RNA, partia 922 922 0.0
Photobacterium histaminum gene for 16S rRNA, partial sequence 922 922 0.0 99%,
V.damsela (ATCC 3 ) aene for 16S ribosomal RNA 917 917 0.0 999,
Photobacterium dan aene for 16S rRNA, partial seaquence, strair 917 Q17 0.0 999,
Photobacteriumn damselae qene for 165 nbosomal RNA, partial sequer 913 913 99%, 0.0 99%,
Photobacterium damselae subsp. piscicida strain H 165 ribosomal RN 09 Q09 98% 0.0 100%
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pisicidaB ¥k Jt CCRC 1542855 Ph. damselae subsp. damselae » L% 53 M 2 FE 16S

ribosomal RNA genefIfHEN: B S B £R (ANFRABIE9) -
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CVDI1~5EPhotobacterium damselae subsp. pisicida

CCRC 15428} Ph. damselae subsp. Damselae.
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